Supplementary Figure 2
Minimum proteome changes are observed during transcriptional arrest. The SILAC ratios of all quantified proteins in the ActD treated samples illustrate that few changes occur at early time points when transcription is inhibited. After 16 hours of ActD treatment the distribution of the log transformed SILAC ratios is broader indicating more regulation on a proteome level. The log transformed SILAC ratios are plotted against the log transformed summed peptide intensities.
Supplementary Figure 3
Illustration of some of the MMA sites belonging to hierarchal clusters 1 with continual down-regulation of MMA levels and cluster 2 showing decrease of MMA sites after 16 hours of ActD treatment indicate sites harboring mainly in glycine and arginine rich regions. 
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